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Molecular characterization of some potato
(Solanum tuberosum) genotypes using Inter
Simple Sequence Repeat (ISSR)

Dr. Fahed Albiski

Abstract

Ten potato genotypes grown in Syria were studied for Molecular
characterization to benefit from the development of effective
breeding programs of potato. 16 ISSR primers were used for
molecular characterization; all used primers produced DNA
fragments in all studied genotypes.The total number of amplified
bands was 436 bands with an average of 27.25bands/primer. The
total number of polymorphic bands was433with and average of
27.06bands/primer.Only3monomorphic bands were detected. The
average of polymorphism percentages for the used primers was
99.30%. The closely relatedgenotypes were Tarus and Falukawith a
genetic distance value of 0.523, while the most distant genotypes
were Challenger and Soraya with a genetic distance of 0.836. The
cluster analysis, based on ISSR data, divided the studied genotypes
into 5 groups,the first group included three genotypes: Rumba,
Tarus and Faluka, the second group included three genotypes:
Camberra, Alaska and Soraya, the third group included Challenger

" National Commission for Biotechnology (NCBT), Damascus, P. O. Box: 301902, Syria.
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and Kastelli, the fourth group included Royal only, and the fifth
group included Sylvana. These results indicate that the ISSR is an
effective tool to determine the genetic variation among different
potato genotypes, and the high genetic variation between the
analysed genotypes indicate also the possibility of using them in the
potato genetic improvement programs.

Key words: Potato. Solanum tuberosum, molecular characterization,
ISSR marker.
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(Co)ahﬁ\ﬂ S daga Agiag il ae )68l Jedead agan f’é)
45 (CCA)s ISSR1
45 GAG(CAA); ISSR2
49 (CT)sTG ISSR3
49 (CT)sAC ISSR4
51 (CT)sGC ISSR5
39 (CA)sGG ISSR6
37 (CA)AG ISSR7
33 (GTG),GC ISSR8
23 (AG)s ISSR9
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51 (GA)GG ISSR13
49 (AG)sTG ISSR14
55 (GCO)s ISSR15
33 (CAC):GC ISSR16

174




2019 g . (35) dlaall. dpled) aglal gas daaly Alpa

Aol (g ginay Al Ayaml dpaaiy (Ailially Agpldcal) K0 ) a3all axe (2) Jsaal
Ll 8 Aardiual) clislll (GD) (A sall gsiilly (PIC) Aplea

sl & sull ool (ggina Aaaanll s | adall 22 el axe el e fll
(GD) (PIC) afsal | (%) &Sl | dnlsdl | Agddnal e |
0.9000 0.8910 92.31 24 2 26 P1
0.9000 0.8910 100.00 33 0 33 P2
0.9000 0.8910 100.00 36 0 36 P3
0.9000 0.8910 100.00 28 0 28 P4
0.9000 0.8910 100.00 30 0 30 P5
0.9000 0.8910 100.00 32 0 32 P6
0.9000 0.8910 100.00 29 0 29 P7
0.9000 0.8910 96.43 27 1 28 P8
0.9000 0.8910 100.00 20 0 20 P9
0.9000 0.8910 100.00 24 0 24 P10
0.8800 0.8680 100.00 15 0 15 P11
0.9000 0.8910 100.00 24 0 24 P12
0.9000 0.8910 100.00 27 0 27 P13
0.9000 0.8910 100.00 24 0 24 P14
0.9000 0.8910 100.00 29 0 29 P15
0.9000 0.8910 100.00 31 0 31 P16

B B B 433 3 436 goanal)

0.8988 0.8896 99.30 27.06 1.5 27.25 Bl
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W) 3k g (PDV) g @il axe ddgiaa (3) Joandt
Jaccard Jalaa ) faliia) dug jaall

Rumba | Tarus | Faluka | Camberra | Alaska Soraya | Challenger | Kastelli | Royal | Sylvana
Rumba 0
Tarus 0.549 0
Faluka 0.613 0.523 0
Camberra 0.701 0.734 0.761 0
Alaska 0.749 0.714 0.780 0.678 0
Soraya 0.725 0.724 0.786 0.670 0.536 0
Challenger 0.744 0.736 0.772 0.823 0.812 0.836 0
Kastelli 0.705 0.688 0.748 0.785 0.768 0.762 0.603 0
Royal 0.751 0.791 0.804 0.793 0.781 0.781 0.820 0.753 0
Sylvana 0.780 0.771 0.832 0.810 0.814 0.793 0.792 0.742 0.778 0

LA

palra 3sagg P3 Aol aladialy dgyaall phall DNAL) adiat milgd g (2)ad) Joid)
A Qs 9 A
«Soraya :6 <Alaska :5 <Camberra :4 <Faluka :3 <Tarus :2 <Rumba :1) 100bp
.(Sylvana :10 <Royal :9 «Kastelli :8 <Challenger :7
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